N) tree generated by a cgMLST analysis (based on 942 loci)

el Lactiplantibacillus plantarum M17 (GCA_018588615.2)
Hgll_actiplantibacillus plantarum M8 (GCA_018588665.2)
132 actiplantibacillus plantarum KCKM 0594 (GCA_031461015.1)
L1 actiplantibacillus plantarum KA9MA (GCA_039414055.1)
t.Lactiplantibacillus plantarum NMGL2 (GCA 044590115.1)
Lactiplantibacillus plantarum SKT109 (GCA_004025165.1)
Lactiplantibacillus plantarum XZ3303 (GCA_004123095.1)
Lactiplantibacillus plantarum ZFM9 (GCA _003627335.1)
Lactiplantibacillus plantarum LZ95 (GCA_001484005.1)
Lactiplantibacillus plantarum ZFM55 (GCA_003589725.1)
%L actiplantibacillus plantarum 12 (GCA 017301935.1)
Lactiplantibacillus plantarum AHQ-14 (GCA_039954855.1)
Lactiplantibacillus plantarum HOM2217 (GCA_038743365.1)
2% actiplantibacillus plantarum ST-III (GCA_000148815.2)
036 2994 actiplantibacillus plantarum Y44 (GCA_007833595.1)
0.0625 29, actiplantibacillus plantarum BF 15 (GCA 025723165.1)
T %L actiplantibacillus plantarum CGMCC12436 (GCA_003344845.1)
Lactiplantibacillus plantarum LP-F1 (GCA_023207995.1)
0 Lactiplantibacillus plantarum plantll (GCA_038039495.1)
Lactiplantibacillus plantarum BGI-N6 (GCA_040084715.1)
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