N) tree generated by a cgMLST analysis (based on 966 loci)
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Lactobacillus delbrueckii 2363 (GCA_044599125.1)

Lactobacillus delbrueckii 271 (GCA_045033275.1)
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Lactobacillus delbrueckii 1175 (GCA_044601445.1)
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a6 Lactobacillus delbrueckii 1963a (GCA_044600085.1)
! E-““ Lactobacillus delbrueckii 1963b (GCA 045033155.1)
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2. actobacillus delbrueckii 1172 (GCA_044602035.1)

P4l actobacillus delbrueckii 1471 (GCA_044600635.1)
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Lactobacillus delbrueckii 1461 (GCA_045033175.1)
Lactobacillus delbrueckii 1281 (GCA_044601345.1)
Lactobacillus delbrueckii 971 (GCA_044602045.1)
“Lactobacillus delbrueckii 1371 (GCA_044600665.1)




