N) tree generated by a cgMLST analysis (based on 966 loci)

81.8
s

l—‘lO

o

%Root

250

—

L9 actobacillus delbrueckii 2465 (GCA_044598475.1)

774 Lactobacillus delbrueckii 871 (GCA_045033215.1)

' Bl actobacillus delbrueckii 872 (GCA_045033195.1)

2L actobacillus delbrueckii 2461 (GCA_044598685.1)

®LL| actobacillus delbrueckii 561 (GCA_044603275.1)

=Lactobacillus delbrueckii 671 (GCA_044602795.1)
—LLactobacillus delbrueckii 961 (GCA_044602155.1)
s [ Lactobacillus delbrueckii 1363 (GCA_044600755.1)
1%{;Lactobacillus delbrueckii 1271 (GCA_044601355.1)
287, actobacillus delbrueckii 661 (GCA 044602805.1)
23, actobacillus delbrueckii 2572 (GCA_045033125.1)
Lactobacillus delbrueckii 1175 (GCA_044601445.1)

2| actobacillus delbrueckii 1172 (GCA _044602035.1)
.l Lactobacillus delbrueckii 1963b (GCA_045033155.1)
! B3 actobacillus delbrueckii 1963a (GCA_044600085.1)
24| actobacillus delbrueckii 1471 (GCA _044600635.1)

B2 actobacillus delbrueckii 1371 (GCA 044600665.1)
Lactobacillus delbrueckii 971 (GCA_044602045.1)
Lactobacillus delbrueckii 1281 (GCA_044601345.1)
Lactobacillus delbrueckii 1461 (GCA 045033175.1)




