N) tree generated by a cgMLST analysis (based on 773 loci)

271

Lacticaseibacillus paracasei FNCPS 783-11 (GCA_044990705.1)
Lacticaseibacillus paracasei Lpp126 (GCA_000410355.1)

Lacticaseibacillus paracasei Lpp48 (GCA_000410115.1)
Lacticaseibacillus paracasei Lpp123 (GCA_000409975.1)
Lacticaseibacillus paracasei CNCM [-4648 (GCA _000410075.1)
Lacticaseibacillus paracasei Lpp71 (GCA_000410375.1)

N **LLacticaseibacillus paracasei ARN1 (GCA_028993835.1)

o

25.1

%:Lacticaseibacillus paracasei DmW_181 (GCA_002115655.1)
27, 108 42 acticaseibacillus paracasei ZFM54 (GCA_003627255.1)

198, acticaseibacillus paracasei Lpp46 (GCA_000409875.1)

2.21

%:Lacticaseibacillus paracasei TOM.1374 (GCA_030360665.1)
79 acticaseibacillus paracasei TOM.1362 (GCA_030360685.1)

0.3

[
w
E

Lacticaseibacillus paracasei Zhang (GCA_000019245.3)

15.5
: =
% 054] ' 27 acticaseibacillus paracasei SCB0563 (GCA_022819265.1)

1 16.9

%:Lacticaseibacillus paracasei LMG 25883 (GCA_028878355.1)
oas]  *®720L) acticaseibacillus paracasei S49 (GCA_005049135.1)

2% acticaseibacillus paracasei HM1 (GCA_018064185.1)

oss] ZLacticaseibacillus paracasei IATAO83 (GCA 049191405.1)
Lacticaseibacillus paracasei LOCK919 (GCA 000418515.1)
“Lacticaseibacillus paracasei CBA7104 (GCA_048500655.1)

%Root

250



