NJ tree generated by a cgMLST analysis (based on 1327 loci)

Flo

=lo

%Root

!
250

o[ -Streptococcus salivarius KSS4 (GCA_046531515.1)

263

121

5!

! E‘sg Streptococcus salivarius KSS5 (GCA_046531625.1)
sasStreptococcus salivarius OMI879 (GCA_047460155.1)
Y bM.straptococcus salivarius OMI871 (GCA_047460285.1)
Streptococcus salivarius KSS6 (GCA_046531525.1)
Streptococcus salivarius KSS12 (GCA_046531615.1)

™.Streptococcus salivarius MSK.15.125 (GCA_020538165.1)

572 EO Streptococcus salivarius OMI841 (GCA_047460855.1)

! Streptococcus salivarius OMI836 (GCA_047462705.1)
Streptococcus salivarius 27098 8 152 (GCA_041431755.1)
Streptococcus salivarius CLA-AA-H25 (GCA_040093925.1)
Streptococcus salivarius bf_0095 (GCA_004166915.1)
Streptococcus salivarius BIOML-A7 (GCA_009717375.1)
Streptococcus salivarius BIOML-A10 (GCA_009717325.1)

28.streptococcus salivarius DFI.4.50 (GCA_020554375.1)

Streptococcus salivarius 1001283st1l_H4_1001283B150209_150212 (GCA_028325665.1)

Streptococcus salivarius 1001283st1_B9 1001283B150217_161031 (GCA_028325775.1)

493’[3.87 Streptococcus salivarius KSS3 (GCA_046531395.1)
! &B.gtreptococcus salivarius KSS2 (GCA_046531505.1)



