N) tree generated by a cgMLST analysis (based on 1327 loci)

#%.Streptococcus salivarius 20925 1 11 (GCA 041431895.1)
Streptococcus salivarius OMI880 (GCA_047460085.1)
#Lstreptococcus salivarius KSS9 (GCA_046531555.1)
Streptococcus salivarius FDAARGOS_1045 (GCA_016127535.1)
%2.5treptococcus salivarius KSS10 (GCA_046531605.1)
579E Streptococcus salivarius KSS1 (GCA_046531375.1)
! Streptococcus salivarius KSS11 (GCA_046531385.1)

595

617

Streptococcus salivarius UBSS01 (GCA_006227745.1)

Streptococcus salivarius - (GCA_902652475.1)

Streptococcus salivarius HS0302 (GCA_003231475.1)

Streptococcus salivarius BIOML-A23 (GCA_009717065.1)

=Streptococcus salivarius BIOML-A13 (GCA_009717265.1)

Streptococcus salivarius BIOML-A16 (GCA_009717225.1)
Streptococcus salivarius BIOML-A21 (GCA_009717105.1)
=Streptococcus salivarius BIOML-A22 (GCA_009717115.1)
Streptococcus salivarius BIOML-A29 (GCA_009716995.1)

[C)

Streptococcus salivarius BIOML-A19 (GCA_009717165.1)
t5.Streptococcus salivarius BIOML-A25 (GCA_009717055.1)
S02.sStreptococcus salivarius BIOML-A15 (GCA_009717245.1)

0.4

%Root

250



