N) tree generated by a cgMLST analysis (based on 1342 loci)

o3 -Bacillus subtilis TATVAM-FAB91 (GCA_046588145.1)
H;Bacinus subtilis TATVAM-FAB38 (GCA_046592455.1)
©3.Bacillus subtilis SRCM103581 (GCA_004119655.1)
Bacillus subtilis B4070 (GCA_000830675.1)
Bacillus subtilis 1 (GCA 027497435.1)
- [3-“ Bacillus subtilis B4067 (GCA_000828495.1)
26 ! 2®.pacillus subtilis B4145 (GCA_000830735.1)
e 4.Bacillus subtilis Ta-OAT-35 (GCA_045836075.1)

262 E5-53 Bacillus subtilis B4068 (GCA_000830635.1)

' B47Bacillus subtilis B4073 (GCA_000830715.1)

$L.Bacillus subtilis SRCM117797 (GCA_030028395.1)

o[ *Bacillus subtilis BS2022 (GCA_030769525.1)
=Bacillus subtilis Fad 109 (GCA_007845115.1)
=Bacillus subtilis M1 (GCA_002142515.1)
Bacillus subtilis MBBL2 (GCA_046573225.1)
=Bacillus subtilis RI4914 IsrfA (GCA _039614745.1)
ZBacillus subtilis SOI-28 (GCA_039939295.1)
Bacillus subtilis B4071 (GCA_000830695.1)
Bacillus subtilis ASM-1 (GCA_017599395.1)
®Bacillus subtilis DL1 (GCA 041014725.1)

HLO

99.3

=jo
-




