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Bacillus subtilis PK5_16 (GCA_023521475.1)
Bacillus subtilis TATVAM-FAB79 (GCA_046591695.1)
Bacillus subtilis TATVAM-FAB32 (GCA_046592575.1)
Bacillus subtilis BE27 (GCA_003931545.1)
Bacillus subtilis PK5_17 (GCA_023521595.1)
Bacillus subtilis PK5_52 (GCA_023521175.1)
Bacillus subtilis CRN 16 (GCA_013266935.1)
Bacillus subtilis TE11 (GCA_049803375.1)
Bacillus subtilis TATVAM-FAB39 (GCA_046592435.1)
Bacillus subtilis TATVAM-FAB85 (GCA_046535715.1)
Bacillus subtilis CRN 1 (GCA_013267115.1)
Bacillus subtilis CRN 7 (GCA_013267025.1)
Bacillus subtilis EH5 (GCA_003833235.1)
Bacillus subtilis PvP106 (GCA_040548925.1)
Bacillus subtilis PvP119 (GCA_040549285.1)
Bacillus subtilis Y3 (GCA_001661555.1)
Bacillus subtilis SH23 (GCA_033238785.1)
Bacillus subtilis TATVAM-FAB3 (GCA_046592855.1)
Bacillus subtilis OSU1015-21 (GCA_029350885.1)
Bacillus subtilis OSU1013-19 (GCA_029350925.1)

 Dendrogram of cgMLST analysis (based on 1342 loci)


