NJ tree generated by a cgMLST analysis (based on 729 loci)

113, imosilactobacillus reuteri KLR3003 (GCA 002128635.1)
Limosilactobacillus reuteri pg-3b (GCA 036621915.1)
Limosilactobacillus reuteri KLR3002 (GCA_002128615.1)
®.Limosilactobacillus reuteri M826A (GCA_046938015.1)
Limosilactobacillus reuteri KLR2006 (GCA_002128755.1)
Limosilactobacillus reuteri M833A (GCA 046938095.1)

1%, imosilactobacillus reuteri M984A (GCA_046937655.1)
=Limosilactobacillus reuteri ATCC 53608 (GCA_000236455.2)
Limosilactobacillus reuteri UBLRU-87 (GCA_003719715.1)

S Limosilactobacillus reuteri M963A (GCA_046937795.1)
—Limosilactobacillus reuteri M767A (GCA_046938255.1)
=Limosilactobacillus reuteri M774A (GCA_046938195.1)
=Limosilactobacillus reuteri M721A (GCA_046938595.1)
Limosilactobacillus reuteri M825A (GCA_046937975.1)

0376 S Limosilactobacillus reuteri M824A (GCA_046938025.1)
=Limosilactobacillus reuteri M990A (GCA_046937715.1)
=Limosilactobacillus reuteri M778A (GCA_046938155.1)
Limosilactobacillus reuteri PH-3 (GCA_023896335.1)
Limosilactobacillus reuteri M726A (GCA 046938475.1)

1% imosilactobacillus reuteri M755A (GCA_046938415.1)
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