
1
0

1
0

0.52
12.8

Ligilactobacillus salivarius PG21 (GCA_042715415.1)262

1
296

Ligilactobacillus salivarius SS-258 (GCA_024665615.1)0.474

Ligilactobacillus salivarius W57D (GCA_029872075.1)0.526

0.99
39.6

0.99
43.3

Ligilactobacillus salivarius M698A (GCA_046938615.1)185

Ligilactobacillus salivarius WCA-389-WT-5E (GCA_012843615.1)160

1
34.7

1
25.9

1
161

Ligilactobacillus salivarius M494A (GCA_046939335.1)0.278

Ligilactobacillus salivarius M488A (GCA_046939235.1)0.722

Ligilactobacillus salivarius M688A (GCA_046938655.1)217

0.93
14.2

1
61.1

Ligilactobacillus salivarius KLF007 (GCA_002289745.1)118

1
30.9

1
77.6

0.99
13.7

Ligilactobacillus salivarius KLF003 (GCA_002289685.1)35.9

1
33.1

Ligilactobacillus salivarius KLF002 (GCA_002289665.1)4.28

Ligilactobacillus salivarius KLF004 (GCA_002289735.1)4.72

1
49.3

Ligilactobacillus salivarius 144 (GCA_015070845.1)0.5

Ligilactobacillus salivarius 160 (GCA_015070925.1)0.5

Ligilactobacillus salivarius KLW004 (GCA_002289795.1)129

0.85
5.54

1
164

0.91
6.3

Ligilactobacillus salivarius FFIG23 (GCA_013401955.1)26.6

Ligilactobacillus salivarius FFIG58 (GCA_013401855.1)40.4

Ligilactobacillus salivarius FFIG53 (GCA_013401965.1)65.7

1
17.9

Ligilactobacillus salivarius KLW006 (GCA_002289865.1)198

Ligilactobacillus salivarius KLW002 (GCA_002289785.1)197

Root0
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