N) tree generated by a cgMLST analysis (based on 1327 loci)

564[0 Streptococcus salivarius OMI841 (GCA_047460855.1)
14.4 te Streptococcus salivarius OMI836 (GCA_047462705.1)

- *#2.5treptococcus salivarius MSK.15.125 (GCA_020538165.1)
i ——*gtreptococcus salivarius CLA-AA-H25 (GCA_040093925.1)
#2.streptococcus salivarius BIOML-A20 (GCA_009717145.1)
Streptococcus salivarius A17000015 (GCA_026781755.1)
=Streptococcus salivarius UMB0051 (GCA_002860785.1)
Streptococcus salivarius 27098 8 152 (GCA 041431755.1)
Streptococcus salivarius JIM8777 (GCA_000253315.1)

476[0 Streptococcus salivarius CF7-4 (GCA_024295525.1)

77.6 te Streptococcus salivarius CF7-5 (GCA_024296065.1)
*®4.Streptococcus salivarius HSISS4 (GCA_000448685.2)
Streptococcus salivarius DFI.1.41 (GCA_020562065.1)
Streptococcus salivarius DFI.1.40 (GCA_020562075.1)

M2Streptococcus salivarius KSS6 (GCA 046531525.1)
Streptococcus salivarius KSS12 (GCA_046531615.1)

s E“““‘ Streptococcus salivarius KSS4 (GCA_046531515.1)

! 8S8.gtreptococcus salivarius KSS5 (GCA 046531625.1)
' 540[0-5 Streptococcus salivarius OMI879 (GCA_047460155.1)
tobs Streptococcus salivarius OMI871 (GCA 047460285.1)
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