N) tree generated by a cgMLST analysis (based on 1327 loci)
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8.Streptococcus salivarius SALI-10 (GCA_022936265.1)
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! B%gtreptococcus salivarius BIOML-A10 (GCA_009717325.1)
Streptococcus salivarius CDWN00916 (GCA_035591855.1)
Streptococcus salivarius F6-1 (GCA_002925865.1)
1.streptococcus salivarius LMG 11489 (GCA_031192325.1)
Streptococcus salivarius ATCC 7073 (GCA_900143035.1)
Streptococcus salivarius NCTC8618 (GCA_900636435.1)
Streptococcus salivarius CIP102503T (GCA_965136015.1)
=Streptococcus salivarius JF (GCA_001543085.1)
a5 “=Streptococcus salivarius NCTC 8618 (GCA_000785515.1)
p-39 o 2HStreptococcus salivarius 1001283st1_F4_1001283B150210_160208 (GCA_028325485.1)
Streptococcus salivarius 1001283st1_H4_1001283B150209_150212 (GCA_028325665.1)
Streptococcus salivarius 1001283st1_B9 1001283B150217_161031 (GCA 028325775.1)
89%.Streptococcus salivarius ATCC 27945 (GCA_002094955.1)
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