NJ tree generated by a cgMLST analysis (based on 942 loci)

92| actiplantibacillus plantarum M19 (GCA_018588605.2)
Lactiplantibacillus plantarum MCC636 (GCA_018784325.1)
Lactiplantibacillus plantarum A13 (GCA_048654445.1)
Lactiplantibacillus plantarum B3 (GCA_048817855.1)
Lactiplantibacillus plantarum LA3 (GCA 048817875.1)
Lactiplantibacillus plantarum FME91 (GCA_029874465.1)

#4.| actiplantibacillus plantarum BC015 (GCA_026689375.1)
=Lactiplantibacillus plantarum 2025 (GCA_000466905.3)
=Lactiplantibacillus plantarum SRCM210354 (GCA_025245865.1)

2% actiplantibacillus plantarum M95 (GCA 047468855.1)
Lactiplantibacillus plantarum SRCM103361 (GCA 004101545.1)
=sLactiplantibacillus plantarum QS7 (GCA _019038995.1)
9.29 =Lactiplantibacillus plantarum YT041 (GCA 019311695.1)
e %Lactiplantibacillus plantarum 7.8.4 (GCA 032190715.1)
M-Lactiplantibacillus plantarum 7.8.4 (GCA 018993285.1)
o] 1] g PLactiplantibacillus plantarum 3.2.8 (GCA_018991195.2)
o H;Lactimantibaciuus plantarum 3.2.8 (GCA_018991855.1)
&-Lactiplantibacillus plantarum 7.2.2 (GCA 041147375.1)
L5 “Lactiplantibacillus plantarum WS1.1 (GCA_017580955.1)

87834, actiplantibacillus plantarum R22 (GCA_034929385.1)
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