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Bacillus amyloliquefaciens SN16-1 (GCA_018502525.1)
Bacillus amyloliquefaciens C6.7 (GCA_030520205.1)
Bacillus amyloliquefaciens JF (GCA_042159825.1)
Bacillus amyloliquefaciens PMB05 (GCA_019458775.1)
Bacillus amyloliquefaciens B1895 (GCA_000696285.1)
Bacillus amyloliquefaciens Y14 (GCA_001874385.1)
Bacillus amyloliquefaciens BZR 854 (GCA_047780485.1)
Bacillus amyloliquefaciens BZR 854 (GCA_049060485.1)
Bacillus amyloliquefaciens ELA1901036 (GCA_020536055.1)
Bacillus amyloliquefaciens F11 (GCA_002024555.1)
Bacillus amyloliquefaciens - (GCA_020311635.1)
Bacillus amyloliquefaciens BA11 (GCA_024539575.1)
Bacillus amyloliquefaciens M49 (GCA_001619745.1)
Bacillus amyloliquefaciens CUN9 (GCA_032930055.1)
Bacillus amyloliquefaciens CHAG-1D (GCA_032918205.1)
Bacillus amyloliquefaciens PRIN1 (GCA_032933215.1)
Bacillus amyloliquefaciens - (GCA_001286965.1)
Bacillus amyloliquefaciens Jxnuwx-1 (GCA_001469685.1)
Bacillus amyloliquefaciens LM2303 (GCA_001889285.1)
Bacillus amyloliquefaciens N2B2 (GCA_030284565.1)

 Dendrogram of cgMLST analysis (based on 2602 loci)


