
1
0

1
0

1
408

Bacillus subtilis Hakim RU_LJ (GCA_048381595.1)77.9

1
90.1

Bacillus subtilis ATCC 11774 (GCA_004101945.1)0.474

Bacillus subtilis CIP1.83 (GCA_965138925.1)0.526

1
201

1
96.9

1
204

0.83
2.02

Bacillus subtilis MPF 24 (GCA_023713145.1)5.85

Bacillus subtilis BF12B1 (GCA_044499385.1)5.15

Bacillus subtilis SEM-2 (GCA_006454465.1)7.98

1
194

Bacillus subtilis - (GCA_905310985.2)1

Bacillus subtilis - (GCA_905319545.2)1

0.59
12.7

1
173

Bacillus subtilis 1999_21 (GCA_048593395.1)105

1
81.4

Bacillus subtilis - (GCA_905310995.2)2.73

Bacillus subtilis - (GCA_905315045.2)3.27

1
192

Bacillus subtilis SSJ-1 (GCA_003665255.1)117

1
64.1

1
12.1

Bacillus subtilis ATCC 21332 (GCA_031316435.1)0.987

Bacillus subtilis pb2441 (GCA_023612315.1)15

0.52
1.43

0.22
0.225

0.99
4.85

0.95
1.97

Bacillus subtilis HJ0-6 (GCA_001704095.1)6.05

Bacillus subtilis - (GCA_905319815.1)4.95

Bacillus subtilis SRCM103623 (GCA_004119175.1)11

Bacillus subtilis B-14400 (GCA_035811755.1)9.15

0.3
0.213

Bacillus subtilis CK4F2-4 (GCA_026794535.1)13.7

Bacillus subtilis OH131.1 (GCA_000706705.1)18.3

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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