N) tree generated by a cgMLST analysis (based on 942 loci)
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Lactiplantibacillus plantarum Nizo2889 (GCA 001633675.1)

Lactiplantibacillus plantarum DSM 20174 (GCA_014131735.1)
Lactiplantibacillus plantarum ATCC 14917 (GCA_000143745.1)
Lactiplantibacillus plantarum CGMCC 1.2437 (GCA_001434175.1)
Lactiplantibacillus plantarum Nizo2855 (GCA_001633645.1)
Lactiplantibacillus plantarum RI-203 (GCA_002750675.1)
Lactiplantibacillus plantarum - (GCA 007989145.1)

B actiplantibacillus plantarum ZG308 (GCA_048541615.1)

17.2

Lactiplantibacillus plantarum KCCP11226 (GCA_009720585.1)
Lactiplantibacillus plantarum TMW 1.1623 (GCA_002117305.1)
Lactiplantibacillus plantarum WLPLO1 (GCA_029854315.1)
Lactiplantibacillus plantarum WLPL04 (GCA_001331925.2)
=Lactiplantibacillus plantarum ILSF15 (GCA_030263185.2)
=Lactiplantibacillus plantarum SCO1 (GCA_035966695.1)

L8, actiplantibacillus plantarum ELAB25 (GCA_029764995.1)
?4'5 @-Lactiplantibacillus plantarum ELAB 66W (GCA 030403425.1)

082 LLactiplantibacillus plantarum 33C (GCA_029849115.1)

Lactiplantibacillus plantarum ELAB66 (GCA_029906245.1)

Lactiplantibacillus plantarum ELAB 48C (GCA_030403475.1)

Lactiplantibacillus plantarum 40C (GCA 030504705.1)

27.9
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