N) tree generated by a cgMLST analysis (based on 1102 loci)

Levilactobacillus brevis IBB3734 (GCA_048565605.1)
=Levilactobacillus brevis YSJ3 (GCA_022350025.1)
“Levilactobacillus brevis DM9218 (GCA 003060705.1)
Levilactobacillus brevis - (GCA_000359625.1)

- Levilactobacillus brevis SC013 (GCA_026639055.1)

2, evilactobacillus brevis SRCM101174 (GCA_002173555.1)

0 242

n Levilactobacillus brevis DY55bre (GCA_048399145.1)

%Levilactobacillus brevis CIRM-BIA 899 (GCA 025194515.1)
sedl  sza" SLlevilactobacillus brevis 994 (GCA_025186345.1)

L15L| evilactobacillus brevis KL251 (GCA_040425635.1)
21.3
1 —%L evilactobacillus brevis - (GCA 006539265.1)
629 ?21L evilactobacillus brevis DRD-136 (GCA_023744455.1)
0

164 0,948 Levilactobacillus brevis DRD-59 (GCA_023743375.1)
P ELevilactobacinus brevis DRD-12 (GCA_023743495.1)

=jo

0.0521

0.45 2992, evilactobacillus brevis DRD-51 (GCA _023743515.1)
Levilactobacillus brevis DRD-52 (GCA_023743355.1)
Levilactobacillus brevis DRD-35 (GCA_023743475.1)

Levilactobacillus brevis DRD-201 (GCA_023744005.1)
Levilactobacillus brevis DRD-60 (GCA_023744095.1)
Levilactobacillus brevis DRD-198 (GCA_023744425.1)




