N) tree generated by a cgMLST analysis (based on 1042 loci)
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397E:Biﬁdobacterium pseudocatenulatum 1001271stl_F3_1001271B_150615 (GCA_028311445.1)

12.7) Y 28gifidobacterium pseudocatenulatum 1001271stl_H7_1001271B_151109 (GCA_028311545.1)

L *%.Bifidobacterium pseudocatenulatum - (GCA_902167535.1)

Bifidobacterium pseudocatenulatum RTP21311stl_C8_RTP21311_201001 (GCA_028310275.1)

“Bifidobacterium pseudocatenulatum RTP21311stl_D9_RTP21311_201001 (GCA_028310055.1)

=Bifidobacterium pseudocatenulatum RTP21311st3_E6_RTP21311_201001 (GCA_028310215.1)

——¥"Bifidobacterium pseudocatenulatum IATA160 (GCA_049204735.1)
S[Z>Bifidobacterium pseudocatenulatum DSM 20438 (GCA_000173435.1)

=Bifidobacterium pseudocatenulatum - (GCA_001025215.1)

=Bifidobacterium pseudocatenulatum LMG 10505 (GCA_000741685.1)

Bifidobacterium pseudocatenulatum JCLA3 (GCA_021484885.1)

Bifidobacterium pseudocatenulatum CLA-AA-H257 (GCA_020687105.1)

Bifidobacterium pseudocatenulatum CLA-AA-H257 (GCA_040093825.1)

.96 Bifidobacterium pseudocatenulatum IPLA36007 (GCA_000708005.1)

Bifidobacterium pseudocatenulatum - (GCA_902505405.1)

Bifidobacterium pseudocatenulatum - (GCA_902505415.1)

Bifidobacterium pseudocatenulatum - (GCA_913248015.1)

Bifidobacterium pseudocatenulatum - (GCA_902505395.1)

=Bifidobacterium pseudocatenulatum - (GCA_902505425.1)

Bifidobacterium pseudocatenulatum - (GCA_913066385.1)
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