N) tree generated by a cgMLST analysis (based on 1198 loci)

Je.gifidobacterium bifidum IATA148 (GCA_049204775.1)
Bifidobacterium bifidum CLA-AA-H198 (GCA_040094955.1)
Bifidobacterium bifidum RTP21222st1_F7_RTP21222 200807 (GCA_039913055.1)

“.Bifidobacterium bifidum RTP21222st1_H10_RTP21222 200807 (GCA 039912995.1)
e o Bifidobacterium bifidum s-1 (GCA_013867495.1)

Bifidobacterium bifidum UBBB-55 (GCA_016307165.1)

e8.Bifidobacterium bifidum ATCC 29521 (GCA_000466525.1)

Bifidobacterium bifidum BB-G90 (GCA_017814645.1)

Bifidobacterium bifidum - (GCA_001025135.1)

Bifidobacterium bifidum NCTC13001 (GCA_900637095.1)

122pifidobacterium bifidum LMG 11041 (GCA_000741085.1)

Bifidobacterium bifidum G6_h1001283B150217_200217 (GCA_028201895.1)

Bifidobacterium bifidum B1_h1001283B150217_200217 (GCA 028202035.1)

Bifidobacterium bifidum 1001283st1_G4_1001283B150217_161031 (GCA_028202155.1)
L2Bifidobacterium bifidum 1001283st1_F3_1001283B150210_160208 (GCA_028202165.1)
Bifidobacterium bifidum C7_h1001283B150217_200217 (GCA_028201955.1)
Bifidobacterium bifidum 1001283st1_F2_1001283B150304_161114 (GCA_028202125.1)
Bifidobacterium bifidum 1001283st1_F5_1001283B150209_150212 (GCA_028202215.1)
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