N) tree generated by a cgMLST analysis (based on 942 loci)

22| actiplantibacillus plantarum M19 (GCA_018588605.2)
Lactiplantibacillus plantarum MCC636 (GCA_018784325.1)
Lactiplantibacillus plantarum Al13 (GCA_048654445.1)
Lactiplantibacillus plantarum B3 (GCA_048817855.1)
Lactiplantibacillus plantarum LA3 (GCA_048817875.1)
=Lactiplantibacillus plantarum FME91 (GCA_029874465.1)
Lactiplantibacillus plantarum RI-029 (GCA_002751765.1)
Lactiplantibacillus plantarum D27 (GCA_034321885.1)

%L actiplantibacillus plantarum YG1-L1 (GCA 049524395.1)
Lactiplantibacillus plantarum KY4-L6 (GCA_049525295.1)
Lactiplantibacillus plantarum KY4-L3 (GCA_049525335.1)
=Lactiplantibacillus plantarum YG1-L2 (GCA_049524375.1)
=sLactiplantibacillus plantarum YG1-L9 (GCA_049524055.1)
Lactiplantibacillus plantarum YG1-L10 (GCA_049524015.1)
Lactiplantibacillus plantarum YG1-L7 (GCA_049524135.1)
Lactiplantibacillus plantarum YG1-L8 (GCA 049524155.1)
Lactiplantibacillus plantarum YG1-L6 (GCA_049524175.1)
Lactiplantibacillus plantarum YG1-L5 (GCA_049524255.1)

2 Lactiplantibacillus plantarum YG1-L4 (GCA_049524275.1)
Lactiplantibacillus plantarum YG1-L3 (GCA_049524295.1)
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