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Bacillus amyloliquefaciens MBE1283 (GCA_001483885.1)
Bacillus amyloliquefaciens M49 (GCA_001619745.1)
Bacillus amyloliquefaciens B1895 (GCA_000696285.1)
Bacillus amyloliquefaciens Y14 (GCA_001874385.1)
Bacillus amyloliquefaciens BZR 854 (GCA_047780485.1)
Bacillus amyloliquefaciens BZR 854 (GCA_049060485.1)
Bacillus amyloliquefaciens PM415 (GCA_030517795.1)
Bacillus amyloliquefaciens N2B2 (GCA_030284565.1)
Bacillus amyloliquefaciens - (GCA_001286965.1)
Bacillus amyloliquefaciens TL106 (GCA_023920185.1)
Bacillus amyloliquefaciens S499 (GCA_001586105.1)
Bacillus amyloliquefaciens IT-45 (GCA_000242855.2)
Bacillus amyloliquefaciens UASWS BA1 (GCA_000469015.2)
Bacillus amyloliquefaciens IT45 (GCA_036936825.1)
Bacillus amyloliquefaciens B408 (GCA_024452365.1)
Bacillus amyloliquefaciens - (GCA_030269725.1)
Bacillus amyloliquefaciens FJ4 (GCA_042465695.1)
Bacillus amyloliquefaciens CB (GCA_011754125.1)
Bacillus amyloliquefaciens MM28 (GCA_049537795.1)
Bacillus amyloliquefaciens MP-1 (GCA_026123105.1)

 Dendrogram of cgMLST analysis (based on 2602 loci)


