Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis 7702 (GCA_002272405.1)
Bacillus subtilis 7772 (GCA 002271425.1)
Bacillus subtilis DSM 5611 (GCA_029536975.2)
Bacillus subtilis BD-616 (GCA_035822335.1)
Bacillus subtilis B-3282 (GCA_035812975.1)
Bacillus subtilis TE11 (GCA_049803375.1)
Bacillus subtilis CRN 16 (GCA_013266935.1)
Bacillus subtilis B15M1-4W (GCA 030519455.1)
Bacillus subtilis TSO024 (GCA_049801195.1)
Bacillus subtilis BE27 (GCA_003931545.1)
Bacillus subtilis FH1 (GCA 012028945.1)
Bacillus subtilis PK5 52 (GCA 023521175.1)
Bacillus subtilis PK5 17 (GCA 023521595.1)
Bacillus subtilis PMB102 (GCA_018141065.1)
Bacillus subtilis RA15 (GCA 034259385.1)
Bacillus subtilis PK5_16 (GCA_023521475.1)
Bacillus subtilis PRO112 (GCA_029536935.2)
Bacillus subtilis PRO53 (GCA 029536775.2)
Bacillus subtilis DH12 (GCA_003990435.1)
Bacillus subtilis EH11 (GCA_003833295.1)



