N) tree generated by a cgMLST analysis (based on 1252 loci)

2B gifidobacterium breve UMB1343A (GCA 030230575.1)
®Lpifidobacterium breve SC95 (GCA_006546585.1)
Bifidobacterium breve BSD2780061687stl_C6_BSD2780061687_150420 (GCA_028201875.1)
Bifidobacterium breve BSD2780061687st1_H11_BSD2780061687_150420 (GCA_028203385.1)
=Bifidobacterium breve SDS-509-OW (GCA_027214985.1)
=-Bifidobacterium breve UMB5641 (GCA_030216945.1)
Bifidobacterium breve NRBB57 (GCA_002838345.1)
Bifidobacterium breve RP2 (GCA_900102865.1)
Bifidobacterium breve IATA027 (GCA_049191505.1)
“C.Bifidobacterium breve 527 (GCA_000569075.1)
——**.Bifidobacterium breve 1900B (GCA_002075865.1)
Bifidobacterium breve 31L (GCA_000568875.1)
Bifidobacterium breve SDS-1920-OWrl (GCA_027215465.1)
Bifidobacterium breve SDS-1919-OWrl (GCA_027214925.1)
Bifidobacterium breve SDS-1921-OWrl (GCA_027215475.1)
Bifidobacterium breve SDS-512-W (GCA_027214765.1)
Bifidobacterium breve JSRLO1 (GCA_009498435.1)
Bifidobacterium breve 7E (GCA_002271275.1)
Bifidobacterium breve UMB6370 (GCA_030216845.1)
=Bifidobacterium breve LH_1052 (GCA_029723405.1)
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