
1
0

1
0

Bacillus subtilis J22 (GCA_007829655.1)496

1
322

1
174

0.96
4.35

Bacillus subtilis B-554 (GCA_035813955.1)16.5

Bacillus subtilis - (GCA_905319145.1)18.5

Bacillus subtilis NCTC4744 (GCA_900454375.1)22.6

1
30.8

1
101

1
12.6

Bacillus subtilis - (GCA_900215365.1)5.29

Bacillus subtilis - (GCA_900177305.1)22.7

Bacillus subtilis HD15 (GCA_019464335.1)15.4

1
105

0.87
8.39

Bacillus subtilis RS309 (GCA_030016255.1)3.76

0.54
0.744

Bacillus subtilis TH016 (GCA_016411905.1)5.88

0.97
8.12

Bacillus subtilis M9 (GCA_003694695.1)23.5

Bacillus subtilis MH1 (GCA_003014945.1)54.5

1
37

Bacillus subtilis NPDC055914 (GCA_042271105.1)4.35

0.48
0.122

Bacillus subtilis NPDC056163 (GCA_042264465.1)3.46

0.36
0.102

Bacillus subtilis NPDC056152 (GCA_042264605.1)0.586

0.61
0.408

Bacillus subtilis NPDC056143 (GCA_042264275.1)0.99

0.38
0.00781

1
0.996

Bacillus subtilis NPDC055989 (GCA_042269425.1)0

Bacillus subtilis NPDC055927 (GCA_042270825.1)0

0.27
0.00391

Bacillus subtilis NPDC056164 (GCA_042264485.1)0

0.45
0

Bacillus subtilis NPDC056156 (GCA_042265165.1)0

Bacillus subtilis NPDC056092 (GCA_042266485.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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