N) tree generated by a cgMLST analysis (based on 120 loci)
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Parabacteroides distasonis FDAARGOS_344 (GCA_002206325.2)
Parabacteroides distasonis FDAARGOS_1234 (GCA_016888905.1)
Parabacteroides distasonis FDAARGOS_1565 (GCA_020735945.1)
Parabacteroides distasonis NCTC11152 (GCA_900445525.1)
—=Parabacteroides distasonis LMAG:98 (GCA_008679285.1)
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0_93BEParabacteroides distasonis AM33-1 (GCA_003468605.1)
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Parabacteroides distasonis BIOML-A23 (GCA_009678635.1)

Parabacteroides distasonis BIOML-A24 (GCA_009678655.1)
Parabacteroides distasonis 1001254)_ 160919 _G7 (GCA_015555625.1)
Parabacteroides distasonis 1001262B_160229 B8 (GCA_015668155.1)

Parabacteroides distasonis 1001262st1l_B2_1001262B_160229 (GCA_028330145.1)
Parabacteroides distasonis D43t1_170807_A10 (GCA_015548785.1)

)

Parabacteroides distasonis D43stl_D3 D43tl 170807 (GCA_028329565.1)
Parabacteroides distasonis MTG220_bin.19 (GCA_934826265.1)
Parabacteroides distasonis MTG221_bin.13 (GCA_934828805.1)
Parabacteroides distasonis MTG228_bin.5 (GCA_934834725.1)
Parabacteroides distasonis MTG227_bin.29 (GCA_934834945.1)
Parabacteroides distasonis MTG229 _bin.44 (GCA_934835845.1)
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