NJ tree generated by a cgMLST analysis (based on 876 loci)
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2LBacteroides xylanisolvens S 923 (GCA_034139065.1)

=Bacteroides xylanisolvens S_1003 (GCA_034145385.1)
Bacteroides xylanisolvens min17_bin85 (GCA_928721965.1)

24Bacteroides xylanisolvens MGYG-HGUT-01345 (GCA_902374095.1)
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~-Bacteroides xylanisolvens (GCA_000577955.1)
=Bacteroides xylanisolvens SD CC 2a (GCA_000178295.1)
Bacteroides xylanisolvens SD CC 1b (GCA_000178215.1)
Bacteroides xylanisolvens (GCA_000577295.1)

Bacteroides xylanisolvens Map_78_010 (GCA_022734015.1)

Bacteroides xylanisolvens SRR16280083_bin.4_MetaWRAP_v1.3_MAG (GCA_959600085.1)
Bacteroides xylanisolvens BRZ_FH__bin8 (GCA_944321395.1)
Bacteroides xylanisolvens CL11T00C03 (GCA_018289135.1)
~Bacteroides xylanisolvens ABMPRH_6_1 (GCA_022801075.1)
~=Bacteroides xylanisolvens 1001271B_151109 B2 (GCA_015551805.1)
Bacteroides xylanisolvens funn3 (GCA_016864215.1)
#%Bacteroides xylanisolvens SUG180 (GCA_022767385.1)
#24Bacteroides xylanisolvens XB1A (GCA_000210075.1)
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Bacteroides xylanisolvens AF46-11NS (GCA_003473975.1)
Bacteroides xylanisolvens BFG-225 (GCA_024791325.1)

=-Bacteroides xylanisolvens ERR9762706_bin.40_MetaWRAP_v1.3_MAG (GCA_958366615.1)



