N) tree generated by a cgMLST analysis (based on 876 loci)
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Bacteroides xylanisolvens MGBC127452 (GCA_949108875.1)

Bacteroides xylanisolvens AM30-47 (GCA_003468875.1)

Y-Bacteroides xylanisolvens P17.A3 (GCA_020256605.1)

Bacteroides xylanisolvens P14.E4 (GCA_020257245.1)

Bacteroides xylanisolvens P14.B4 (GCA_020257285.1)

Bacteroides xylanisolvens P14.A4 (GCA_020257305.1)

Bacteroides xylanisolvens P17.D5 (GCA_020256715.1)

Bacteroides xylanisolvens P17.C2 (GCA_020256745.1)

Bacteroides xylanisolvens P17.D4 (GCA_020256765.1)

Bacteroides xylanisolvens P15.F11 (GCA_020256825.1)

Bacteroides xylanisolvens P15.F10 (GCA_020256885.1)
Bacteroides xylanisolvens P15.B10 (GCA_020256915.1)
Bacteroides xylanisolvens P15.E10 (GCA_020257025.1)
“Bacteroides xylanisolvens P14.B8 (GCA 020257105.1)
%Bacteroides xylanisolvens P15.A10 (GCA_020257145.1)
Bacteroides xylanisolvens P13.H2 (GCA_020257185.1)
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