N) tree generated by a cgMLST analysis (based on 1013 loci)

%%, Ruminococcus bromii ERR414398-bin.45 (GCA_905203575.1)
4%.Ruminococcus bromii ERR4918936_bin.13_MetaWRAP_v1.3_MAG (GCA 958352975.1)
Ruminococcus bromii DRR221365_bin.55_MetaWRAP_v1.3_MAG (GCA_959021095.1)
4%8.Ruminococcus bromii SRR13494482_bin.8_MetaWRAP_v1.3_MAG (GCA 959021235.1)
———*%Ruminococcus bromii ERR9762680_bin.45_MetaWRAP_v1.3_MAG (GCA_958408865.1)

058 457[0 Ruminococcus bromii ATCC 27255 (GCA_002834225.1)
tb Ruminococcus bromii MGYG-HGUT-02482 (GCA_902387655.1)

-Ruminococcus bromii S07B.meta.bin_1 (GCA_008662205.1)
Ruminococcus bromii SO7A.meta.bin_1 (GCA_008662335.1)
Ruminococcus bromii SO7C.meta.bin_1 (GCA_008662015.1)
Ruminococcus bromii ERR4918941_bin.15_MetaWRAP_v1.3_MAG (GCA_958447815.1)
Ruminococcus bromii AM28-28LB (GCA_027670865.1)
22 “T.Ruminococcus bromii AMR_MDS_2165 (GCA_035379585.1)
Ruminococcus bromii AMR_MDS_5712 (GCA_035435905.1)
4™.Ruminococcus bromii CTOTU29286 (GCA_031972075.1)
Ruminococcus bromii AMR_MDS_5726 (GCA_035435605.1)
Ruminococcus bromii UBG069 (GCA_014847925.1)
bos 4%.Ruminococcus bromii ERR9762688_bin.64 MetaWRAP_v1.3_MAG (GCA_958418995.1)
SRuminococcus bromii DRR221358 bin.12_MetaWRAP_v1.3_MAG (GCA_959018445.1)
Ruminococcus bromii COPD263 (GCA_014870125.1)
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