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Bacillus subtilis PRO115 (GCA_029536895.2)11.7
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Bacillus subtilis MB73/2 (GCA_000341775.1)11.3

0.16
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Bacillus subtilis PS-216 (GCA_018122445.1)11.6
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Bacillus subtilis GM5 (GCA_002277775.1)3.35
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Bacillus subtilis B-359 (GCA_035814215.1)1.11
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0

Bacillus subtilis P8_B3 (GCA_009662415.1)0

Bacillus subtilis O4 (GCA_026410045.1)0

Bacillus subtilis NCIB_3610 (GCA_047120225.1)0

Bacillus subtilis P8_B1 (GCA_009662435.1)0.967

Bacillus subtilis 3610(phi3T) (GCA_015645615.1)0.982
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Bacillus subtilis P15N4-B (GCA_041949715.1)0

Bacillus subtilis P26N4-B (GCA_041949775.1)0
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0.398

Bacillus subtilis - (GCA_905311405.2)2.71
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Bacillus subtilis MB8_B7 (GCA_009662215.1)2.03

Bacillus subtilis - (GCA_905311435.2)3.97

Bacillus subtilis - (GCA_905311005.1)5.61
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0.102

0.95
2.08

Bacillus subtilis NDfood (GCA_000740485.1)2.05

0.98
2.95

Bacillus subtilis NDmed (GCA_048537405.1)0.0278

Bacillus subtilis NDmed (GCA_000740475.1)0.972

Bacillus subtilis P9_B1 (GCA_009662455.1)8.92

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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