Dendrogram of cgMLST analysis (based on 1342 loci)

Bacillus subtilis SRCM103696 (GCA_004119595.1)
Bacillus subtilis PLSSC (GCA_025767725.1)
Bacillus subtilis 21855 (GCA_028748025.1)
Bacillus subtilis B-51354 (GCA_035808095.1)
Bacillus subtilis - (GCA 905311015.1)

Bacillus subtilis PS-13 (GCA_018122535.1)
Bacillus subtilis RS306 (GCA_030016315.1)
Bacillus subtilis - (GCA_905315395.2)

Bacillus subtilis RS3017 (GCA_030016605.1)
Bacillus subtilis - (GCA 905311405.2)

Bacillus subtilis TO-A JPC (GCA 001037985.1)
Bacillus subtilis TO-A (GCA 000737405.1)
Bacillus subtilis R38 (GCA 039619305.1)
Bacillus subtilis QH-1 (GCA_000582885.1)
Bacillus subtilis GOT9 (GCA 009857115.1)
Bacillus subtilis - (GCA 905315685.2)

Bacillus subtilis - (GCA_905311425.2)
Bacillus subtilis UCMB5021 (GCA 012648345.1)
Bacillus subtilis UCMB5121 (GCA 012648205.1)
Bacillus subtilis BS16045 (GCA_001720505.1)
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