Dendrogram of cgMLST analysis (based on 219 loci)
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Bacteroides uniformis MGBC134983 (GCA_949059745.1)

Bacteroides uniformis MGBC135591 (GCA 948887515.1)

Bacteroides uniformis A38 maxbin.002_sub.fa (GCA 021621185.1)
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Bacteroides uniformis BIOML-A19 (GCA 009020445.1)
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