
0100
Bacteroides uniformis MB20-34 (GCA_023669105.1)
Bacteroides uniformis MB20-41 (GCA_023669085.1)
Bacteroides uniformis MB20-156 (GCA_023668375.1)
Bacteroides uniformis MB20-157 (GCA_023668365.1)
Bacteroides uniformis MB20-216 (GCA_023668095.1)
Bacteroides uniformis MB20-225 (GCA_023668105.1)
Bacteroides uniformis MGBC116409 (GCA_910583705.1)
Bacteroides uniformis extra-SRR3223201.32_1677795979 (GCA_949455245.1)
Bacteroides uniformis BSD2780120875st2_E11_BSD2780120875b_170604 (GCA_028396805.1)
Bacteroides uniformis BSD2780061689_150309_C6 (GCA_015549845.1)
Bacteroides uniformis BSD2780061689st1_F3_BSD2780061688b_171218 (GCA_028396905.1)
Bacteroides uniformis BSD2780061689st1_G7 (GCA_005844235.1)
Bacteroides uniformis BSD2780061689st1_G7_BSD2780061688b_171218 (GCA_028396925.1)
Bacteroides uniformis RTP21311st1_F12_RTP21311_201001 (GCA_028396405.1)
Bacteroides uniformis CTOTU30734 (GCA_036757125.1)
Bacteroides uniformis BIOML-A19 (GCA_009020445.1)
Bacteroides uniformis P1-2 (GCA_009739405.1)
Bacteroides uniformis A38_maxbin.002_sub.fa (GCA_021621185.1)
Bacteroides uniformis MGBC135591 (GCA_948887515.1)
Bacteroides uniformis MGBC134983 (GCA_949059745.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


