Dendrogram of cgMLST analysis (based on 516 loci)
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Bacteroides ovatus RTP21311stl E5 RTP21311 201001 (GCA_028400195.1)
Bacteroides ovatus RTP21311stl G6 RTP21311 201001 (GCA_028400185.1)
Bacteroides ovatus RTP21311stl E4 RTP21311 201001 (GCA_028400245.1)
Bacteroides ovatus RTP21311stl _G3_RTP21311 201001 (GCA_028400165.1)
Bacteroides ovatus VPIC145 (GCA 918258265.1)

Bacteroides ovatus S 690 (GCA 034133845.1)

Bacteroides ovatus AF35-18 (GCA_027683415.1)

Bacteroides ovatus WH208 (GCA_918297905.1)

Bacteroides ovatus 1001136B 160425 E5 (GCA 015549065.1)

Bacteroides ovatus 1001136stl E5 (GCA 005844895.1)

Bacteroides ovatus VPI1622 (GCA 918291855.1)

Bacteroides ovatus WH711 (GCA 918271665.1)

Bacteroides ovatus 2226stl E5 2226SCRN_200925 (GCA_028402215.1)
Bacteroides ovatus 2226stl_C2_2226SCRN_200925 (GCA_028402205.1)
Bacteroides ovatus 2226stl_A3_2226SCRN_200925 (GCA_028402235.1)
Bacteroides ovatus An161 (GCA 002160595.1)

Bacteroides ovatus F11 (GCA_013361245.1)

Bacteroides ovatus F12 (GCA 013361135.1)

Bacteroides ovatus RTP21484st1 H8 RTP21484 190118 (GCA_028561695.1)
Bacteroides ovatus BFG-276 (GCA 024792505.1)



