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Bacteroides ovatus TSDC17.2 (GCA_918291015.1)
Bacteroides ovatus VPI435 (GCA_918292745.1)
Bacteroides ovatus 1001713B170214_170313_E4 (GCA_015550105.1)
Bacteroides ovatus D4_h1001713B170204_200309 (GCA_028399765.1)
Bacteroides ovatus OF01-19AC (GCA_003463495.1)
Bacteroides ovatus AF29-12 (GCA_003457725.1)
Bacteroides ovatus AM14-35 (GCA_003472965.1)
Bacteroides ovatus AM14-40 (GCA_003472085.1)
Bacteroides ovatus AM14-26 (GCA_003472145.1)
Bacteroides ovatus An161 (GCA_002160595.1)
Bacteroides ovatus KR001_HIC_0032 (GCA_025757905.1)
Bacteroides ovatus 1001136st1_E5 (GCA_005844895.1)
Bacteroides ovatus 1001136B_160425_E5 (GCA_015549065.1)
Bacteroides ovatus VPI1622 (GCA_918291855.1)
Bacteroides ovatus S_1061 (GCA_034151085.1)
Bacteroides ovatus S_1182 (GCA_034147805.1)
Bacteroides ovatus ChiW20-6708 (GCA_020809995.1)
Bacteroides ovatus CD33_MAG31 (GCA_019012785.1)
Bacteroides ovatus WH711 (GCA_918271665.1)
Bacteroides ovatus L2_047_000G1_dasL2_047_000G1_concoct_22 (GCA_018375685.1)

 Dendrogram of cgMLST analysis (based on 516 loci)


