N) tree generated by a cgMLST analysis (based on 516 loci)
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©Bacteroides ovatus BSD2780061688st1_C6 (GCA_005845145.1)

f-Bacteroides ovatus BSD2780061688b_171218_C3 (GCA_015555775.1)

fBacteroides ovatus H10_hBSD2780061687b_210117 (GCA_028400045.1)

©Bacteroides ovatus A9_hBSD2780061687b_210117 (GCA_028400065.1)

Bacteroides ovatus A3_hBSD2780061687b_210117 (GCA_028400075.1)

Bacteroides ovatus C6_hBSD2780061687b_210117 (GCA_028400095.1)
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