N) tree generated by a cgMLST analysis (based on 1013 loci)

=]o

1.52
0.43

=|o

%iRuminococcus bromii COPD259 (GCA_014863925.1)
1 2!

%.Ruminococcus bromii MTG227_bin.33 (GCA_934837945.1)

105 " RUminococcus bromii DOME_MAG_13308 (GCA_036298385.1)
H;:Ruminococcus bromii SRR20881984 bin.33_MetaWRAP_v1.3_MAG (GCA_959019875.1)
2. Ruminococcus bromii ERR9492505_bin.12_MetaWRAP v1.3 MAG (GCA_958404545.1)
2%.puminococcus bromii MCC714 (GCA_018783565.1)
Ruminococcus bromii LMAG:64 (GCA_008679975.1)

300,

——%Ruminococcus bromii ERR9578248_bin.25_MetaWRAP_v1.3_MAG (GCA 958420565.1)

E5.Ruminococcus bromii MTG246_bin.46 (GCA 934879215.1)

Ruminococcus bromii MTG236_bin.55 (GCA_934855075.1)

=-Ruminococcus bromii MTG234 _bin.18 (GCA_934844305.1)

Ruminococcus bromii MTG232_bin.3 (GCA_934832435.1)
Ruminococcus bromii MTG247_bin.56 (GCA_934882285.1)
Ruminococcus bromii MTG235_bin.27 (GCA_934846195.1)
Ruminococcus bromii MTG239_bin.8 (GCA_934876385.1)
Ruminococcus bromii MTG240_bin.11 (GCA_934876415.1)
Ruminococcus bromii MTG233_bin.33 (GCA_934838575.1)
Ruminococcus bromii MTG237_bin.18 (GCA_934863475.1)
%“Ruminococcus bromii MTG248 _bin.19 (GCA 934876145.1)
Ruminococcus bromii MTG238_bin.15 (GCA_934876265.1)




