N) tree generated by a cgMLST analysis (based on 681 loci)

252

=

169

0.36

=l

0.695

Faecalibacterium prausnitzii MTG246_bin.36 (GCA_934868745.1)
Faecalibacterium prausnitzii MTG232_bin.27 (GCA_934846705.1)

=Faecalibacterium prausnitzii MTG247_bin.43 (GCA_934871285.1)
=Faecalibacterium prausnitzii MTG238_bin.38 (GCA_934875395.1)
~Faecalibacterium prausnitzii MTG234_bin.5 (GCA_934854415.1)
~Faecalibacterium prausnitzii MTG237_bin.4 (GCA_934856515.1)
’37.Faecalibacterium prausnitzii MTG233_bin.24 (GCA 934836355.1)
—.Faecalibacterium prausnitzii APC918/95b (GCA_003312465.1)

150 *®.Faecalibacterium prausnitzii MTG223_bin.14 (GCA_934842325.1)
23LFaecalibacterium prausnitzii MTG230 bin.28 (GCA 934838755.1)

2.98

o3| Taecalibacterium prausnitzii MTG221_bin.57 (GCA_934825545.1)
ﬁ;Faecalibacterium prausnitzii MTG243_bin.67 (GCA_934881705.1)
05%.Faecalibacterium prausnitzii MTG224 bin.10 (GCA_934835215.1)
2¥.Faecalibacterium prausnitzii MTG222_bin.33 (GCA_934826525.1)

2.96

bosas|Taecalibacterium prausnitzii MTG225_bin.2 (GCA_934838155.1)
ﬁ;Faecalibacterium prausnitzii MTG244_bin.19 (GCA_934872205.1)
Faecalibacterium prausnitzii MTG229_bin.15 (GCA_934837645.1)
Faecalibacterium prausnitzii MTG242_bin.5 (GCA_934880215.1)
Faecalibacterium prausnitzii MTG241_bin.11 (GCA_934882155.1)




