N) tree generated by a cgMLST analysis (based on 993 loci)

3% parabacteroides merdae AF101-95 (GCA_027686665.1)
Parabacteroides merdae ERR10960871_bin.1_MetaWRAP_v1.3_MAG (GCA 958404825.1)
2Z.parabacteroides merdae OM06-16AC (GCA_003438825.1)

L= Parabacteroides merdae MTG247_bin.13 (GCA_934875805.1)
Parabacteroides merdae MTG238_bin.2 (GCA_934872035.1)
Parabacteroides merdae MTG234_bin.63 (GCA_934852545.1)
0_01090 Parabacteroides merdae D54t1_190329_G1 (GCA_015547975.1)
W{;Parabacteroides merdae D54stl_H2_D54t1_190329 (GCA_028328345.1)
Parabacteroides merdae D54stl_G7_D54t1_190329 (GCA_028328395.1)
Parabacteroides merdae D54stl_A3_D54t1_190329 (GCA_028328425.1)
Parabacteroides merdae D54stl_C9 D54tl_ 190329 (GCA_028326635.1)
~Parabacteroides merdae MTG233_bin.35 (GCA 934841295.1)
LParabacteroides merdae MTG232_bin.14 (GCA_934841555.1)
Parabacteroides merdae MTG235_bin.14 (GCA_934852715.1)
Parabacteroides merdae MTG237_bin.39 (GCA_934854775.1)
Parabacteroides merdae MTG236_bin.17 (GCA_934864295.1)
Parabacteroides merdae MTG240_bin.23 (GCA_934871325.1)
Parabacteroides merdae MTG246_bin.22 (GCA_934872915.1)
%“Parabacteroides merdae MTG239_bin.6 (GCA_934876355.1)
Parabacteroides merdae MTG248_bin.24 (GCA_934883205.1)

0.65

%Root

250



