N) tree generated by a cgMLST analysis (based on 120 loci)
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Parabacteroides distasonis MTG244_bin.29 (GCA_934882985.1)

Parabacteroides distasonis AM33-1 (GCA_003468605.1)

Parabacteroides distasonis MTG226_bin.43 (GCA_934837735.1)

Parabacteroides distasonis D43t1_170807_A10 (GCA_015548785.1)

Parabacteroides distasonis D43stl_D3 D43t1 170807 (GCA_028329565.1)

Parabacteroides distasonis MTG220_bin.19 (GCA_934826265.1)

Parabacteroides distasonis MTG221_bin.13 (GCA_934828805.1)

“Parabacteroides distasonis MTG228_bin.5 (GCA_934834725.1)

Parabacteroides distasonis MTG227_bin.29 (GCA_934834945.1)

Parabacteroides distasonis MTG229 _bin.44 (GCA_934835845.1)

Parabacteroides distasonis MTG230_bin.2 (GCA_934836165.1)

Parabacteroides distasonis MTG224 _bin.16 (GCA 934836305.1)

Parabacteroides distasonis MTG225_bin.28 (GCA_934838245.1)

Parabacteroides distasonis MTG231_bin.39 (GCA_934838425.1)
Parabacteroides distasonis MTG222_bin.31 (GCA_934839725.1)
Parabacteroides distasonis MTG223_bin.23 (GCA_934842305.1)
Parabacteroides distasonis MTG243_bin.29 (GCA_934871785.1)
Parabacteroides distasonis MTG242_bin.15 (GCA_934876615.1)
Parabacteroides distasonis MTG241_bin.17 (GCA_934877095.1)
Parabacteroides distasonis MTG245_bin.36 (GCA_934883325.1)
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