
1
0

1
0

0.71
7.27

0.94
19

Anaerobutyricum hallii ERR1600540_bin.52_CONCOCT_v1.1_MAG (GCA_938001875.1)91.4

1
58.8

1
15.5

Anaerobutyricum hallii SRR17798034_bin.15_MetaWRAP_v1.3_MAG (GCA_958367705.1)31.1

Anaerobutyricum hallii S07B.meta.bin_12 (GCA_008662165.1)42.9

Anaerobutyricum hallii SRR16280044_bin.14_MetaWRAP_v1.3_MAG (GCA_959602635.1)48.5

0.64
7.53

Anaerobutyricum hallii SRR22541658_bin.6_MetaWRAP_v1.3_MAG (GCA_958453755.1)100

0.56
6.38

1
21.1

Anaerobutyricum hallii AM59-17XD-r (GCA_027668695.1)61.4

Anaerobutyricum hallii SRR16244387_bin.13_MetaWRAP_v1.3_MAG (GCA_959598395.1)64.6

Anaerobutyricum hallii AM48-23BH (GCA_003466615.1)91.9

1
13.6

1
105

Anaerobutyricum hallii DSM 3353 (GCA_000173975.1)0.5

Anaerobutyricum hallii EHAL (GCA_018140635.1)0.5

0.39
2.15

0.97
9.83

Anaerobutyricum hallii SM6/1 (GCA_017776255.1)88.8

Anaerobutyricum hallii SRR19721644_bin.7_metawrap_v1.3_MAG (GCA_947001775.1)101

0.4
2.08

0.39
3.5

Anaerobutyricum hallii DOME_MAG_14404 (GCA_036313365.1)94.6

1
52.9

1
40.4

Anaerobutyricum hallii 2789STDY5834835 (GCA_001405175.1)0

Anaerobutyricum hallii JCM 31263 (GCA_016586395.1)0

Anaerobutyricum hallii HTF-385 (GCA_017776275.1)40.6

0.67
5.56

0.93
8.54

Anaerobutyricum hallii ERR9762697_bin.36_MetaWRAP_v1.3_MAG (GCA_958422615.1)88.3

Anaerobutyricum hallii ERR8263771_bin.10_MetaWRAP_v1.3_MAG (GCA_958346695.1)92.7

1
64.7

Anaerobutyricum hallii MCC544 (GCA_018784745.1)35.6

Anaerobutyricum hallii SRR18940302_bin.35_MetaWRAP_v1.3_MAG (GCA_958452925.1)31.4

Root0

NJ tree generated by a cgMLST analysis (based on 290 loci)
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