
050100
Bacteroides uniformis GGCC_0301 (GCA_017566075.1)
Bacteroides uniformis Map_186_013 (GCA_022739695.1)
Bacteroides uniformis AM39-1 (GCA_003467505.1)
Bacteroides uniformis OM04-14BH (GCA_003439685.1)
Bacteroides uniformis AF07-6B (GCA_027687485.1)
Bacteroides uniformis OF04-14 (GCA_003463315.1)
Bacteroides uniformis AM28-49 (GCA_003469475.1)
Bacteroides uniformis BRZ_CC__bin12 (GCA_944319965.1)
Bacteroides uniformis CTOTU32186 (GCA_036757085.1)
Bacteroides uniformis D33t1_170424_A6 (GCA_015668465.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis ChiBcec6-12745 (GCA_020743655.1)
Bacteroides uniformis UO.H1043 (GCA_028528085.1)
Bacteroides uniformis AF17-20 (GCA_003460085.1)
Bacteroides uniformis 2789STDY5834844 (GCA_001406635.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)
Bacteroides uniformis B624_011 (GCA_022714425.1)
Bacteroides uniformis CE91-St10 (GCA_022835055.1)
Bacteroides uniformis CE91-St11 (GCA_022835075.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


