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1
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Parabacteroides distasonis S_61 (GCA_034124605.1)1.08
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1
9.16

1
0

Parabacteroides distasonis 1001095H_141210_G4 (GCA_015549535.1)0

Parabacteroides distasonis 1001095st1_G4_1001095H_141210 (GCA_028330245.1)0

Parabacteroides distasonis 1001095st1_F6_1001095H_141210 (GCA_028330345.1)0
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Parabacteroides distasonis ERR9762696_bin.1_MetaWRAP_v1.3_MAG (GCA_958422645.1)16.9
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3.86

Parabacteroides distasonis Lapin-030__bin55 (GCA_947631735.1)13.6
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0.996

Parabacteroides distasonis S_396 (GCA_034129165.1)1.64

0.88
0.88

Parabacteroides distasonis S_849 (GCA_034142085.1)0.534

0.62
0.451

0.57
0.0464

Parabacteroides distasonis B92_002 (GCA_022713185.1)0.999

Parabacteroides distasonis BFG-343 (GCA_024793005.1)0.00146

Parabacteroides distasonis BFG-337 (GCA_024793225.1)2.95
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NJ tree generated by a cgMLST analysis (based on 120 loci)
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