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Bacteroides uniformis human1.001 (GCA_021153065.1)
Bacteroides uniformis CD34_MAG39 (GCA_019012605.1)
Bacteroides uniformis 3978 T3 ii (GCA_000699825.1)
Bacteroides uniformis 3978 T3 i (GCA_000699885.1)
Bacteroides uniformis AM28-49 (GCA_003469475.1)
Bacteroides uniformis RTP21484st1_H2_RTP21484_190118 (GCA_028396365.1)
Bacteroides uniformis RTP21484st1_D4_RTP21484_190118 (GCA_028396465.1)
Bacteroides uniformis ERR4303148_bin.1_MetaWRAP_v1.1_MAG (GCA_946490665.1)
Bacteroides uniformis UBA10774 (GCA_003539055.1)
Bacteroides uniformis 225I_1TSAB (GCA_032144115.1)
Bacteroides uniformis AF21-53 (GCA_003459325.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis NBRC 113350 (GCA_006742345.1)
Bacteroides uniformis D52t1_170925_H1 (GCA_015559225.1)
Bacteroides uniformis 2789STDY5608864 (GCA_001406095.1)
Bacteroides uniformis CE91-St10 (GCA_022835055.1)
Bacteroides uniformis CE91-St11 (GCA_022835075.1)
Bacteroides uniformis CTOTU30053 (GCA_036775955.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


