NJ tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron SRR17794263_bin.24_metawrap_v1.3_MAG (GCA_947645885.1)
Bacteroides thetaiotaomicron S_224 (GCA_034121115.1)

Bacteroides thetaiotaomicron S_816 (GCA_034143045.1)

2812 B4 cteroides thetaiotaomicron CL15T119C52 (GCA_019857385.1)

Bacteroides thetaiotaomicron CL15T12C11 (GCA_007556425.1)

Bacteroides thetaiotaomicron CL15T12C11 (GCA_019896115.1)

Bacteroides thetaiotaomicron BJH_162 (GCA_021411845.1)

®.Bacteroides thetaiotaomicron S_222 (GCA_034132425.1)
23.6

Bacteroides thetaiotaomicron S_337 (GCA_034130305.1)

Bacteroides thetaiotaomicron BJH_195 (GCA_021411305.1)

Bacteroides thetaiotaomicron BJH_181 (GCA_021411445.1)

Bacteroides thetaiotaomicron DFI.6.98 (GCA_020555425.1)

Bacteroides thetaiotaomicron DFI.6.40 (GCA_020558245.1)

Bacteroides thetaiotaomicron DFI.6.61 (GCA_024462275.1)

Bacteroides thetaiotaomicron S_666 (GCA_034134305.1)

Bacteroides thetaiotaomicron 1001095H_141210_D10 (GCA_015547465.1)

Bacteroides thetaiotaomicron 1001095stl1_A4 1001095H_141210 (GCA_028399365.1)
Bacteroides thetaiotaomicron 1001095st1_D10_1001095H_141210 (GCA_028399385.1)
Bacteroides thetaiotaomicron 1001095st1_A2_1001095I)_161003 (GCA_028399395.1)

Bacteroides thetaiotaomicron 1001095st1_E10_10010951)_161003 (GCA_028399445.1)



