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Parabacteroides merdae D33t1_170424_F9 (GCA_015554975.1)63.1
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Parabacteroides merdae CL03T12C32 (GCA_000307345.1)160

Parabacteroides merdae OF29-9pH9A (GCA_027692925.1)140

1
367

Parabacteroides merdae AM16-50 (GCA_003470675.1)37.5

Parabacteroides merdae AM50-15 (GCA_003463945.1)45.5
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NJ tree generated by a cgMLST analysis (based on 993 loci)
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