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Bacteroides uniformis CTOTU32105 (GCA_036843565.1)
Bacteroides uniformis UBA11753 (GCA_003487475.1)
Bacteroides uniformis KLE1607 (GCA_001578555.1)
Bacteroides uniformis BIOML-A89 (GCA_009019085.1)
Bacteroides uniformis BIOML-A92 (GCA_009019055.1)
Bacteroides uniformis BIOML-A90 (GCA_009019075.1)
Bacteroides uniformis ERR688629_bin.83_CONCOCT_v1.1_MAG (GCA_938038295.1)
Bacteroides uniformis 2789STDY5834847 (GCA_001406135.1)
Bacteroides uniformis CTOTU36137 (GCA_036730685.1)
Bacteroides uniformis A12 (GCA_013361225.1)
Bacteroides uniformis 1001175st1_D4_1001175B_160314 (GCA_028398165.1)
Bacteroides uniformis 1001175st1_F6 (GCA_005844805.1)
Bacteroides uniformis 1001175B_160314_C12 (GCA_015559965.1)
Bacteroides uniformis SRR17684647_bin.6_metawrap_v1.3_MAG (GCA_948471015.1)
Bacteroides uniformis UBA8050 (GCA_003531795.1)
Bacteroides uniformis CM57GR_57_ID722 (GCA_036318205.1)
Bacteroides uniformis 1001095st1_D2_1001095IJ_161003 (GCA_028398215.1)
Bacteroides uniformis 1001095st1_A1_1001095H_141210 (GCA_028398205.1)
Bacteroides uniformis 1001095H_141210_A1 (GCA_015550845.1)
Bacteroides uniformis 1001095st1_E5_1001095IJ_161003 (GCA_028398175.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


