N) tree generated by a cgMLST analysis (based on 120 loci)

®3.parabacteroides distasonis MGBC162961 (GCA 948481335.1)
Parabacteroides distasonis MGBC162882 (GCA_949033485.1)

Parabacteroides distasonis MGBC162975 (GCA_948522235.1)

Parabacteroides distasonis MGBC163043 (GCA_948494625.1)

=Parabacteroides distasonis MGBC110308 (GCA_948501495.1)

e "“.parabacteroides distasonis BFG-158 (GCA_024759645.1)

22Lparabacteroides distasonis 3776 D15 iv (GCA_000699805.1)

Parabacteroides distasonis 3776 D15 i (GCA_000699785.1)

“%.parabacteroides distasonis 3776 Po2 i (GCA_000699745.1)

~Parabacteroides distasonis DFI.5.70 (GCA_020709145.1)

X.parabacteroides distasonis MGBC114764 (GCA_948844595.1)

Parabacteroides distasonis MGBC114772 (GCA_948851785.1)

=Parabacteroides distasonis MGBC114739 (GCA_948873645.1)

“2parabacteroides distasonis CTOTU30134 (GCA_036828975.1)

Parabacteroides distasonis MGBC155303 (GCA_948719365.1)

=Parabacteroides distasonis MGBC157229 (GCA_948638725.1)

~Parabacteroides distasonis ERR10149244 bin.4_MetaWRAP_v1.3_MAG (GCA _959020735.1)
Parabacteroides distasonis SRR1560864_bin.12_metawrap_v1.3_MAG (GCA_947387675.1)
“Parabacteroides distasonis MGBC116382 (GCA_949117205.1)

=Parabacteroides distasonis CTOTU29299 (GCA_031971855.1)

3.83,

4.36
il
0.99

=0




