N) tree generated by a cgMLST analysis (based on 120 loci)

24.parabacteroides distasonis An199 (GCA_002160095.1)
Parabacteroides distasonis SRR14836536_bin.10_metawrap_v1.3_MAG (GCA_947363825.1)
Parabacteroides distasonis MGBC113740 (GCA_948669245.1)
Parabacteroides distasonis MGBC113774 (GCA_948761195.1)
Parabacteroides distasonis extra-SRR7533643.1_1677800588 (GCA_949422375.1)
2%.parabacteroides distasonis MGBC162975 (GCA 948522235.1)

Parabacteroides distasonis MGBC162882 (GCA_949033485.1)
Parabacteroides distasonis MGBC163043 (GCA_948494625.1)
=Parabacteroides distasonis MGBC110308 (GCA_948501495.1)
248 parabacteroides distasonis MGBC162961 (GCA 948481335.1)
03| ®.parabacteroides distasonis BFG-158 (GCA_024759645.1)
5.3 _ ZParabacteroides distasonis 3776 D15 iv (GCA_000699805.1)
Parabacteroides distasonis 3776 D15 i (GCA_000699785.1)
% “~Parabacteroides distasonis 3776 Po2 i (GCA_000699745.1)

“Parabacteroides distasonis DFI.5.70 (GCA_020709145.1)
Parabacteroides distasonis DFI.5.23 (GCA_024463095.1)
Parabacteroides distasonis DFI.5.23 (GCA_036419355.1)
Parabacteroides distasonis MGBC114538 (GCA_948498285.1)
Parabacteroides distasonis MGBC114342 (GCA_949022945.1)
Parabacteroides distasonis MGBC114772 (GCA_948851785.1)
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