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Bacteroides uniformis MGBC166267 (GCA_948697045.1)
Bacteroides uniformis MGBC154961 (GCA_948514715.1)
Bacteroides uniformis 49_110627.17_1677753812 (GCA_949410645.1)
Bacteroides uniformis MGBC101604 (GCA_948837995.1)
Bacteroides uniformis MGBC166394 (GCA_948721935.1)
Bacteroides uniformis MGBC155997 (GCA_948538185.1)
Bacteroides uniformis 1A-dyr3-06_091111.17_1677751026 (GCA_949388175.1)
Bacteroides uniformis D-Fe7_120416.58_1677753913 (GCA_949404485.1)
Bacteroides uniformis MGBC145136 (GCA_949016885.1)
Bacteroides uniformis MGBC108246 (GCA_948575575.1)
Bacteroides uniformis MGBC165896 (GCA_948942375.1)
Bacteroides uniformis MGBC101382 (GCA_948626545.1)
Bacteroides uniformis MGBC165663 (GCA_948878225.1)
Bacteroides uniformis D-Fe8_120416.25_1677753919 (GCA_949379595.1)
Bacteroides uniformis MGBC166433 (GCA_948612165.1)
Bacteroides uniformis ERR8099105_bin.5_metawrap_v1.3_MAG (GCA_947036735.1)
Bacteroides uniformis extra-ERR982846.41_1677794780 (GCA_949452615.1)
Bacteroides uniformis MGBC165632 (GCA_948810825.1)
Bacteroides uniformis dnLKV2 (GCA_000403175.2)
Bacteroides uniformis MGBC108267 (GCA_948504755.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


