N) tree generated by a cgMLST analysis (based on 241 loci)

#Bacteroides thetaiotaomicron extra-SRR8291365.82_1677802608 (GCA_949538855.1)
?®.Bacteroides thetaiotaomicron MGBC130922 (GCA_948724185.1)
0 22.Bacteroides thetaiotaomicron extra-SRR8609105.6_1677803386 (GCA_949510875.1)
82 ““E=%“Bacteroides thetaiotaomicron extra-SRR8609107.8_1677803390 (GCA_949511045.1)
0.79 =%Bacteroides thetaiotaomicron MGBC131640 (GCA_949013355.1)

54 —Bacteroides thetaiotaomicron extra-SRR8443415.11_1677803314 (GCA_949488945.1)
o 285.Bacteroides thetaiotaomicron MGBC130988 (GCA 948782115.1)
069|  Z4Bacteroides thetaiotaomicron MGBC114019 (GCA 948889575.1)

o8 (*-Bacteroides thetaiotaomicron MGBC129966 (GCA_948799925.1)

H4.Bacteroides thetaiotaomicron MGBC137669 (GCA_949083545.1)
099 A8.Bacteroides thetaiotaomicron MGBC129556 (GCA_949095325.1)
43] 165 —-Bacteroides thetaiotaomicron extra-SRR8291352.77_1677802485 (GCA_949470845.1)
®15.Bacteroides thetaiotaomicron extra-SRR8291368.90 1677802656 (GCA_949552555.1)

™Bacteroides thetaiotaomicron MGBC137650 (GCA_949092925.1)
14 | “Bacteroides thetaiotaomicron extra-SRR8291345.34 1677802344 (GCA_949504225.1)

9.Bacteroides thetaiotaomicron extra-SRR8291346.83_1677802373 (GCA_949503005.1)
o9t 284pacteroides thetaiotaomicron MGBC140919 (GCA_949046585.1)

0.69 Bacteroides thetaiotaomicron MGBC130753 (GCA_948484915.1)
Bacteroides thetaiotaomicron MGBC164209 (GCA_948680605.1)
Bacteroides thetaiotaomicron extra-SRR8443406.14_1677803202 (GCA_949540305.1)

=]o

=lo

%Root

250



