
1
0

1
0

0.63
2.55

0.79
4.03

Parabacteroides distasonis ERR8263753_bin.13_MetaWRAP_v1.3_MAG (GCA_958407315.1)48.3

Parabacteroides distasonis B624_008 (GCA_022714485.1)46.7

Parabacteroides distasonis CTOTU29299 (GCA_031971855.1)48

0.38
0.755

0.77
2.59

0.51
0.662

Parabacteroides distasonis MGBC128129 (GCA_948865625.1)49.7

Parabacteroides distasonis MGBC122458 (GCA_948968215.1)49.3

0.93
5.59

0.8
8.11

Parabacteroides distasonis MGBC116382 (GCA_949117205.1)32.8

Parabacteroides distasonis Munich_Feces.142_1677664276 (GCA_949360375.1)40.2

Parabacteroides distasonis MGBC114566 (GCA_948582075.1)43.9

0.2
0.779

0.55
2.97

Parabacteroides distasonis SRR1560864_bin.12_metawrap_v1.3_MAG (GCA_947387675.1)44.6

1
17.4

Parabacteroides distasonis MGBC134251 (GCA_948538225.1)32.2

Parabacteroides distasonis extra-SRR6945412.1_1677800325 (GCA_949542595.1)32.8

0.1
0.426

Parabacteroides distasonis ERR10149244_bin.4_MetaWRAP_v1.3_MAG (GCA_959020735.1)48.5

0.12
0.41

0.65
3.3

1
10.2

Parabacteroides distasonis MGBC155303 (GCA_948719365.1)35.9

0.54
1.69

0.37
3.19

Parabacteroides distasonis MGBC159078 (GCA_948734725.1)32.7

0.4
1.82

Parabacteroides distasonis MGBC147401 (GCA_948810935.1)32.9

Parabacteroides distasonis MGBC147895 (GCA_948497925.1)32.1

Parabacteroides distasonis MGBC150628 (GCA_948936385.1)36.8

Parabacteroides distasonis SRR16279938_bin.36_MetaWRAP_v1.3_MAG (GCA_959602735.1)46.5

0.61
2.46

Parabacteroides distasonis CTOTU30134 (GCA_036828975.1)47.9

Parabacteroides distasonis MGBC162961 (GCA_948481335.1)49.1

Root0

NJ tree generated by a cgMLST analysis (based on 120 loci)
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